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  ﭼﮑﯿﺪه
و ﻫﭙﺎﺗﻮﺳـﻠﻮﻻر  ﻣـﺰﻣﻦB ﻋﺎﻣـﻞ اﺻـﻠﯽ اﯾﺠـﺎد  ﻫﭙﺎﺗﯿـﺖ  B:وﯾﺮوس ﻫﭙﺎﺗﯿﺖ ﻣﻘﺪﻣﻪ و اﻫﺪاف
و ﻧﻘﺸـﯽ ﮐـﻪ در ﺑـﺎ ﺳـﺮﻃﺎن ﮐﺒـﺪ xBH ﻮﻣﺎ ﻣﯽ ﺑﺎﺷﺪ. ﺑﺎ ﺗﻮﺟﻪ ﺑﻪ اﻫﻤﯿﺖ و ارﺗﺒﺎط ژنﮐﺎرﺳﯿﻨ
و ﺳﺮﻃﺎﻧﯽ ﺷـﺪن ﺳـﻠﻮل ﻫـﺎی ﮐﺒـﺪی دارد،در اﯾـﻦ ﻣﻄﺎﻟﻌـﻪ  Bﻓﻌﺎل ﺷﺪن وﯾﺮوس ﻫﭙﺎﺗﯿﺖ 
ﻣـﺰﻣﻦ و ﻫﭙﺎﺗﻮﺳـﻠﻮﻻر ﮐﺎرﺳـﯿﻨﻮﻣﺎ در  Bدر ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑـﻪ ﻫﭙﺎﺗﯿـﺖ  xBHﻓﺮاواﻧﯽ ﺑﯿﺎن ژن 
  ﻣﻮرد ﺑﺮرﺳﯽ ﻗﺮار ﮔﺮﻓﺖ. ﮐﺮﻣﺎن 
 ۳۸ ، xBHﺗﻮﺻـﯿﻔﯽ ﺟﻬـﺖ ﺑﺮرﺳـﯽ ﻓﺮاواﻧـﯽ ﺑﯿـﺎن ژن  –ﻣﻘﻄﻌﯽ  اﯾﻦ ﻣﻄﺎﻟﻌﻪدر روش ﻫﺎ:
آزﻣﺎﯾﺸﺎت اﻧﺠﺎم  .ﺟﻤﻊ آوری ﺷﺪ ﻣﺰﻣﻦ Bﺳﺮم ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑﻪ ﻫﭙﺎﺗﯿﺖ ﻧﻤﻮﻧﻪ ﺳﺮﻃﺎن ﮐﺒﺪ و 
 gAeBHآﻧﺰﯾﻢ ﻫﺎی ﮐﺒﺪی ﺑﺎ اﺳﺘﻔﺎده از روﺷﻬﺎی ﺑﯿﻮﺷﯿﻤﯿﺎﯾﯽ اﻧﺠﺎم ﺷـﺪ. ﺳـﭙﺲ  ﻣﺮﺑﻮط ﺑﻪ 
VBH-ﺗﻮﺳﻂ آزﻣﺎﯾﺸﺎت اﻻﯾﺰا ﻣﻮرد ارزﯾﺎﺑﯽ ﻗﺮار ﮔﺮﻓﺘﻨـﺪ. ﻣﯿـﺰان ﺑـﺎر وﯾﺮوﺳـﯽ   gAsBHو 
و ﻣﻄـﺎﺑﻖ ﺑـﺎ دﺳـﺘﻮراﻟﻌﻤﻞ ﺷـﺮﮐﺖ ﺳـﺎزﻧﺪه  laeR-RCP emiTﺑﺎ اﺳﺘﻔﺎده از ﺗﮑﻨﯿﮏ  AND
  اﻧﺠﺎم ﺷﺪ.
درﺻﺪ( و  ۴۸/۸ﻣﺮد ) ۸۲  ﺷﺎﻣﻞﺳﺮﻃﺎن ﮐﺒﺪ  ﻧﻤﻮﻧﻪ  ۳۳ﺗﻌﺪاد در ﻣﻄﺎﻟﻌﻪ اﻧﺠﺎم ﺷﺪهﯾﺎﻓﺘﻪ ﻫﺎ:
ﻣﺰﻣﻦ  Bﻣﺒﺘﻼ ﺑﻪ ﻫﭙﺎﺗﯿﺖ  ﻧﻤﻮﻧﻪ  ۰۵و ﺳﺎل  ۳۵/۹۷± ۷/۶۷ درﺻﺪ( ﺑﺎ ﻣﯿﺎﻧﮕﯿﻦ ﺳﻨﯽ۵۱/۲زن ) ۵
درﺻﺪ(  ﺑـﺎ  ۴۳ﻧﻔﺮ زن ) ۷۱و   ۹۳/۰۲± ۳۱/۵۵ درﺻﺪ( ﺑﺎ ﻣﯿﺎﻧﮕﯿﻦ ﺳﻨﯽ ۶۶ﻧﻔﺮ ﻣﺮد ) ۳۳ﺷﺎﻣﻞ 
در ﺑﯿﻤـﺎران  XBHﻣﯿـﺰان ﺑﯿـﺎن ژن  ﻣﻮرد ﺑﺮرﺳﯽ ﻗﺮار ﮔﺮﻓﺘﻨﺪ.  ۹۳/۱۲± ۴۱/۸۸ ﻣﯿﺎﻧﮕﯿﻦ ﺳﻨﯽ
ﺑـﯿﻦ  آﻧـﺎﻟﯿﺰ آﻣـﺎری ﻧﺸـﺎن داد ﮐـﻪ  ﺑﻮد و (ﺑﺮاﺑﺮ ﮐﻨﺘﺮل ۹۷۳/۹ )ﻣﺒﺘﻼ ﺑﻪ ﻫﭙﺎﺗﻮﺳﻠﻮﻻر ﮐﺎرﺳﯿﻨﻮﻣﺎ
ﻫﻤﭽﻨـﯿﻦ اﺳﺖ  .  داﺷﺘﻪ وﺟﻮد ارﺗﺒﺎط ﻣﺴﺘﻘﯿﻢ و ﻣﻌﻨﯽ داری  CCH و XBHﻣﯿﺰان ﺑﯿﺎن ژن 
داﺮـﻓارد نژ نﺎـﯿﺑ ناﺰـﯿﻣHBeAg   ﺖـﺒﺜﻣ)۸۰/۲۰۲ ( لﺮـﺘﻨﮐﺮﺑاﺮﺑ و داﺮـﻓا ردHBeAg ﯽـﻔﻨﻣ 
)۷۲/۲۶(  ﺮﺑاﺮﺑ. دﻮﺑ  
یﺮﯿﮔ ﻪﺠﯿﺘﻧ ﯽﺳوﺮﯾو رﺎﺑ ﺶﯾاﺰﻓا:HBV DNA  نژ نﺎﯿﺑ ﻦﯿﻨﭽﻤﻫ وHBx  ﻪـﺑ ﻼﺘﺒﻣ نارﺎﻤﯿﺑ رد
)ﺪﺒﮐ نﺎﻃﺮﺳHCC (  ﺖـﯿﺗﺎﭙﻫ وB  ﻦﻣﺰـﻣ ﺖﻓﺮـﺸﯿﭘ  ی هﺪـﻨﻫد نﺎـﺸﻧ ﺪـﻧاﻮﺗ ﯽـﻣ زا یرﺎـﻤﯿﺑ
ﺪﺷﺎﺑ ﺪﺒﮐ نﺎﻃﺮﺳ ﺖﻤﺳ ﻪﺑ ﻦﻣﺰﻣ ﺖﯿﺗﺎﭙﻫنژ ﻦﯾا ﻦﯾاﺮﺑﺎﻨﺑ .  و هﺪﺷ ﯽﻘﻠﺗ نژﻮﮑﻧا ﮏﯾ ناﻮﻨﻌﺑ
 دﺎﺠﯾا زا یﺮﯿﮔﻮﻠﺟ یاﺮﺑ ﺮﺛﻮﻣ ﯽﻧﺎﻣرد فﺪﻫ ﮏﯾ ﺪﻧاﻮﺗ ﯽﻣHCC  ﻪـﺑ ﻼﺘـﺒﻣ نارﺎـﻤﯿﺑ ردCHB 
.ﺪﺷﺎﺑ  
:یﺪــ ﯿﻠﮐ نﺎــ ﮔژاو  ﺖــ ﯿﺗﺎﭙﻫB  ﺖــ ﯿﺗﺎﭙﻫ ﻦﻣﺰــ ﻣ ﺖــ ﻧﻮﻔﻋ،B)CHB نژ ،(HBx رﻻﻮﻠــ ﺳﻮﺗﺎﭙﻫ ،
)ﺎﻣﻮﻨﯿﺳرﺎﮐHCC(  
 
Abstract 
Background & Objectives: Hepatitis B virus is the main cause of chronic 
hepatitis B and hepatocellular carcinoma. Given the importance and 
association of HBx gene with liver cancer that plays a role in hepatitis B 
virus activation and hepatocellular carcinogenesis, the aim of this study 
was to evaluate the frequency of HBx gene expression in patients with 
chronic hepatitis B and hepatocellular carcinoma in Kerman. 
Methods: In this cross-sectional descriptive study, in order to evaluate the 
frequency of HBx gene expression, 83 liver and serum samples of patients 
with chronic hepatitis B were collected and tested on ALT, AST, HBV Load 
and serological markers. Real time PCR was performed on all samples. 
Results: In this study,83 patients had paraffin-embedded HCC tissue33 
samples and 50 serum samples from patients with chronic hepatitis B, 
including 28 males (84.8%) and 5 females (15.2%) with mean age. 53.79 ± 
7.76 years with the youngest age 36 and the highest age 65 years. And 
patients with chronic hepatitis B included 33 males (66%) with mean age of 
39.5 ± 39.2 and 17 females (34%) with mean age of 39.21 ± 14.88. The 
age range of the study subjects was 5 to 5 years in men and 2 to 4 years in 
women. HBX gene expression in men with HCC was higher (approximately 
twice). HBX gene expression in patients with hepatocellular carcinoma was 
379.9 times that of control (statistical analysis showed that HBX gene 
expression in patients with HCC was not significantly correlated with 
gender but was directly and significantly associated with liver cancer. Gene 
expression in HBeAg positive individuals (80/202) was equal to control, in 
HBeAg negative individuals (72.26) and in men with chronic hepatitis B was 
68.61 times more than control and in women 120/56 was equal to control. 
Conclusion: Increased viral load of HBV DNA as well as HBx gene 
expression in patients with liver cancer (HCC) and chronic hepatitis B may 
indicate progression of the disease from chronic hepatitis to liver cancer. 
Therefore, this gene is considered as an oncogene and can be an effective 
therapeutic target to prevent HCC in patients with CHB. 
Keywords: Hepatitis B, Chronic Hepatitis B Infection (CHB), HBx Gene, 
Hepatocellular Carcinoma (HCC) 
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